Plant and Microbial Biology 220. Critical Thinking in Microbiology
Tu-Th 12:30-2:00 pm, 106 Mulford
John Taylor -- 2006

Evolution
Week 10 — Phylogenetics, the big tree of life.
Week 11 — Microbial species concepts.
Week 12 — Microbial genetic exchange.
Topics.
Cost of Sex
Value of Sex
Rare asexual organisms
Many asexual fungi
How to distinguish between clonality and recombination from population genetic data.
Tree length
Index of Association
Genealogical congruence
How to be misled by faililng to recognize species boundaries.
Examples
Coccidioides
Recombination
Clonality
Migration
Letharia

Direct evidence for recombination, indirect evidence for migration
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